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I 0.1 1 o 



Changod a lilo fmm noo ASCII lo ASO^ T E ^ 

Cha/igod tho margins in cases wtioro (ho sequcnco lox1 was V.roppod* down lo Iho noxl line. 
Ediled a lomnal error in Ihe Cunrenl Applicabon Oala section. specrticaJly : 



{STIC sia, 



Edilod ^^o Cufreni Application Oala seclion wrih Ihe acluaJ curreni number The number inpulled by (he 
applicant was O Ihe prior applicabon dala; or Q other 

Added tho mandatory hooding and subheadings for 'Curreni Appitcahon Data* 

Edited iho 'Number o( Sequences* dold. Tho applicant spelled oul a number instead o( using an intogor 
Changed tho spelling ol a mandatory ''Cid (l/ic headings or subheadings). specificoJIy ^ 



Corrected tho SEO 10 NO v^hcn obviously incorrect. The sequence numbers lhat v/ero edited v/erc; 



[^^t Inscried or corroded a nucleic number at tho end of a Imo SEO 10 NO's edited; 



Conoclcd subheading placemen!. All responses must bo on tho same line as each subheading. If tho 
applicant placed a response below tho subhcadmg. this was moved lo its appropnalo place. 

Inserted colons alter headings^subheadmgs Headings cd<icd included-. 



Deleted extra, invalid, headmgs-used by an applicant. specificaJIy 



Oelelod. □ r^on-ASClI "garbago" at tho begmmng/end of filos. □ secreiao' miiials/filenanno at end of hie; 
n page numbers Ihroughoul lexl; □ other invalid loxi. sucfi as : 



Inserted mandatory headings, specirically; 



Corrected an obvious erro; in tho response, specifically: 



Eddod ideniifiers where upper case is used but lower caso is required, or vice versa. 
I 1 Correci.ed an orror.m Iho Number of Sequences field, specifically 



A 'Hard Pago Orea)^' code was inScrlcd by the applicant. All occurrences had lo bo deleted. 

Oeloled ending stop codon in amino actd sequences and adjusted tho '(AJLengih:- field aocording^y (error 
duo to a Patentin bug) Sequences corTccted: 



Olhe 



f^xarT.incr . jf^c^abpvo corrections must bo corTvrujn.c a ted to the appl.car^t in tfio first O^^^^^^ 
Ac'ifon* OO ^^OT scn(J a COPY of this \afn^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/869,3 34 



DATE: 10/04/2001 
TIME: 12:48:35 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10042001\I869334.raw 



4 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD 

6 <120> TITLE OF INVENTION: A Process for producing HMG-CoA Reductase inhibitor 
8 <130> FILE REFERENCE: H11-0011T4 





<140> CURRENT APPLICATION NUMBER: US/09/869,3 34 










C- - > 10 


<14I> CURRENT FILING DATE: 2001- 


07-14 














10 


<160> NUMBER OF 


SEQ 


ID NOS: 


45 


















12 


<170> SOFTWARE: 


Patentin 


Ver. 2. 


0 
















14 


<210> SEQ ID NO 


1 
























15 


<211> LENGTI^ 


: 396 
























16 


<212> TYPE: 


PRT 


























17 


<213> ORGANISM: 


Bacillus 


subtilis 
















19 


<400> SEQUENCE: 


1 
























2 0 


Met 


Asn 


Val 


Leu 


Asn 


Arg 


Arg 


Gin 


Ala 


Leu 


Gin 


ArQ 


Ala 


Leu 


Leu 


Asn 




1 








5 










10 










15 




' 23 


Gl V 


Ly s 


Asn 


Lys 


Gin 


Asp 


Ala 


Tvr 

J. -1- 


His 


Pro 


Phe 


Pro 


Trp 


Tyr 


Glu 


Ser 


24 








20 










25 










30 








Met 


Arg 


Lys 


Asp 


Ala 


Pro 


Val 


Ser 


Phe 


Asp 


Glu 


Glu 


Asn 


Gin 


Val 


Trp 


i 

*27 






35 










40 










45 








!p Q 


Ser 


Val 


Phe 


Leu 


Tvr 
J- J j- 


Asp 


Asp 


Val 


Lys 


Lys 


Val 


Val 


Glv 


Asp 


Lvs 


Glu 


130 




50 










55 










60 










i3 2 


Leu 


Phe 


Ser 


Ser 


Cys 


Met 


Pro 


Gin 


Gin 


Thr 


Ser 


Ser 


He 


Glv 


Asn 


Ser 




65 










70 










75 










80 


3 5 


He 


He 


Asn 


Met 


Asp 


Pro 


Pro 


Lys 


His 


Thr 


Lys 


He 


Arcr 


Ser 


Val 


Val 












85 










90 










95 




3R 


Asn 


Lys 


Ala 


Phe 


Thr 


Pro 


Arg 


Val 


Met 


Lys 


Gin 


Trp 


Glu 


Pro 


Arg 


He 










100 










105 










110 








Gin 


Glu 


He 


Thr 


Asp 


Glu 


Leu 


He 


Gin 


Lvs 


Phe 


Gin 


Glv 


Ara 


Ser 


Glu 


42 






115 










120 










125 










Phe 


Asp 


Leu 


Val 


His 


Asp 


Phe 


Ser 


Tyr 


Pro 


Leu 


Pro 


Val 


He 


Val 


He 


4 5 




130 










135 










140 










47 


Ser 


Glu 


Leu 


Leu 


Gly 


Val 


Pro 


Ser 


Ala 


His 


Met 


Glu 


Gin 


Phe 


Lys 


Ala 


48 


145 










150 










155 










160 


50 


Trp 


Ser 


Asp 


Leu 


Leu 


Val 


Ser 


Thr 


Pro 


Lys 


Asp 


Lys 


Ser 


Glu 


Glu 


Ala 


51 










165 










170 










175 




53 


Glu 


Lys 


Ala 


Phe 


Leu 


Glu 


Glu 


Arg 


Asp 


Lys 


Cys 


Glu 


Glu 


Glu 


Leu 


Ala 


54 








180 










185 










190 






56 


Ala 


Phe 


Phe 


Ala 


Gly 


He 


He 


Glu 


Glu 


Lys 


Arg 


Asn 


Lys 


Pro 


Glu 


Gin 


57 






195 










200 










205 








59 


Asp 


He 


He 


Ser 


He 


Leu 


Val 


Glu 


Ala 


Glu 


Glu 


Thr 


Gly 


Glu 


Lys 


Leu 


60 




210 










215 










220 










62 


Ser 


Gly 


Glu 


Glu 


Leu 


He 


Pro 


Phe 


Cys 


Thr 


Leu 


Leu 


Leu 


Val 


Ala 


Gly 


63 


225 










230 










235 










240 


65 


Asn 


Glu 


Thr 


Thr 


Thr 


Asn 


Leu 


He 


Ser 


Asn 


Ala 


Met 


Tyr 


Ser 


He 


Leu 


66 










245 










250 










255 




68 


Glu 


Thr 


Pro 


Gly 


Val 


Tyr 


Glu 


Glu 


Leu 


Arg 


Ser 


His 


Pro 


Glu 


Leu 


Met 


69 








260 










265 










270 






71 


Pro 


Gin 


Ala 


Val 


Glu 


Glu 


Ala 


Leu 


Arg 


Phe 


Arg 


Ala 


Pro 


Ala 


Pro 


Val 
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RAW SEQUENCE LISTING DATE: 10/04/2001 

PATENT APPLICATION: US/09/869,3 3 4 TIME: 12:48:35 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10042001\I8693 34.raw 

72 275 280 285 

74 Leu Arg Arg lie Ala Lys Arg Asp Thr Glu lie Gly Gly His Leu lie 

75 290 295 300 

77 Lys Glu Gly Asp Met Val Leu Ala Phe Val Ala Ser Ala Asn Arg Asp 

78 305 310 315 320 

80 Glu Ala Lys Phe Asp Arg Pro His Met Phe Asp lie Arg Arg His Pro 

81 325 330 335 

83 Asn Pro His lie Ala Phe Gly His Gly lie His Phe Cys Leu Gly Ala 

84 340 345 350 

86 Pro Leu Ala Arg Leu Glu Ala Asn lie Ala Leu Thr Ser Leu lie Ser 

87 355 360 365 

89 Ala Phe Pro His Met Glu Cys Val Ser lie Thr Pro lie Glu Asn Ser 

90 370 375 380 

92 Val lie Tyr Gly Leu Lys Ser Phe Arg Val Lys Met 

93 385 390 395 
96 <210> SEQ ID NO: 2 

;97 <211> LENGTH: 1191 

98 <212> TYPE: DNA 

99 <213> ORGANISM: Bacillus subtilis 

101 <220> FEATURE: 

102 <221> NAME/KEY: CDS 

.103 <222> LOCATION: {1)..(1191) 

105 <400> SEQUENCE: 2 

106 atg aat gtg tta aac cgc egg caa gcc ttg cag cga gcg ctg etc aat 48 

107 Met Asn Val Leu Asn Arg Arg Gin Ala Leu Gin Arg Ala Leu Leu Asn 
,108 15 10 15 

"110 ggg aaa aac aaa cag gat gcg tat cat ccg ttt cca tgg tat gaa teg 96 

•ill Gly Lys Asn Lys Gin Asp Ala Tyr His Pro Phe Pro Trp Tyr Glu Ser 

U12 20 25 30 

114 atg aga aag gat gcg cct gtt tec ttt gat gaa gaa aac caa gtg tgg 144 

;115 Met Arg Lys Asp Ala Pro Val Ser Phe Asp Glu Glu Asn Gin Val Trp 

116 35 40 45 

118 age gtt ttt ctt tat gat gat gtc aaa aaa gtt gtt ggg gat aaa gag 192 

119 Ser Val Phe Leu Tyr Asp Asp Val Lys Lys Val Val Gly Asp Lys Glu 

120 50 55 60 

122 ttg ttt tec agt tgc atg ccg cag cag aca age tct att gga aat tec 240 

123 Leu Phe Ser Ser Cys Met Pro Gin Gin Thr Ser Ser lie Gly Asn Ser 

124 65 70 75 80 

126 ate att aac atg gac ccg ccg aag cat aca aaa ate cgt tea gtc gtg 288 

127 lie lie Asn Met Asp Pro Pro Lys His Thr Lys lie Arg Ser Val Val 

128 85 90 95 

130 aac aaa gcc ttt act ccg cgc gtg atg aag caa tgg gaa ccg aga att 336 

131 Asn Lys Ala Phe Thr Pro Arg Val Met Lys Gin Trp Glu Pro Arg He 

132 100 105 110 

134 caa gaa ate aca gat gaa ctg att caa aaa ttt cag ggg cgc agt gag 384 

135 Gin Glu He Thr Asp Glu Leu He Gin Lys Phe Gin Gly Arg Ser Glu 

136 115 120 125 

138 ttt gac ctt gtt cac gat ttt tea tac ccg ctt ccg gtt att gtg ata 432 

139 Phe Asp Leu Val His Asp Phe Ser Tyr Pro Leu Pro Val He Val He 
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RAW SEQUENCE LISTING DATE: 10/04/2001 

PATENT APPLICATION: US/09/86 9,3 34 TIME: 12:48:35 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10042001\I8693 34.raw 

140 130 135 140 

142 tct gag ctg ctg gga gtg cct tea gcg cat atg gaa cag ttt aaa gca 480 

143 Ser Glu Leu Leu Gly Val Pro Ser Ala His Met Glu Gin Phe Lys Ala 

144 145 150 155 160 

146 tgg tct gat ctt ctg gtc agt aca ccg aag gat aaa agt gaa gaa get 528 

147 Trp Ser Asp Leu Leu Val Ser Thr Pro Lys Asp Lys Ser Glu Glu Ala 

148 165 170 175 

150 gaa aaa gcc ttt ttg gaa gaa cga gat aag tgt gag gaa gaa ctg gcc 576 

151 Glu Lys Ala Phe Leu Glu Glu Arg Asp Lys Cys Glu Glu Glu Leu Ala 

152 180 185 190 

154 gcg ttt ttt gcc ggc ate ata gaa gaa aag cga aac aaa ccg gaa cag 624 

155 Ala Phe Phe Ala Gly lie lie Glu Glu Lys Arg Asn Lys Pro Glu Gin 

156 195 200 205 

158 gat att att tct att tta gtg gaa gcg gaa gaa aca gge gag aag ctg 672 

159 Asp lie lie Ser lie Leu Val Glu Ala Glu Glu Thr Gly Glu Lys Leu 

160 210 215 220 

^162 tec ggt gaa gag ctg att ccg ttt tge acg ctg ctg ctg gtg gcc gga 720 
',163 Ser Gly Glu Glu Leu lie Pro Phe Cys Thr Leu Leu Leu Val Ala Gly 
]l64 225 230 235 240 

1166 aat gaa acc act aca aac ctg att tea aat gcg atg tac age ata tta 768 

1167 Asn Glu Thr Thr Thr Asn Leu lie Ser Asn Ala Met Tyr Ser lie Leu 
|l68 245 250 255 

■170 gaa aeg eca ggc gtt tac gag gaa ctg cgc age cat cet gaa ctg atg 816 
■171 Glu Thr Pro Gly Val Tyr Glu Glu Leu Arg Ser His Pro Glu Leu Met 
^172 260 265 270 

^174 cct cag gca gtg gag gaa gcc ttg egt ttc aga gcg ccg gcc ccg gtt 864 
:i75 Pro Gin Ala Val Glu Glu Ala Leu Arg Phe Arg Ala Pro Ala Pro Val 
176 275 280 285 

178 ttg agg cgc att gcc aag egg gat aeg gag ate ggg ggg cac ctg att 912 

179 Leu Arg Arg lie Ala Lys Arg Asp Thr Glu lie Gly Gly His Leu lie 
ISO 290 295 300 

182 aaa gaa ggt gat atg gtt ttg gcg ttt gtg gca teg gca aat egt gat 960 

183 Lys Glu Gly Asp Met Val Leu Ala Phe Val Ala Ser Ala Asn Arg Asp 

184 305 310 315 320 

186 gaa gca aag ttt gae aga eeg cac atg ttt gat ate cgc cgc cat eec 1008 

187 Glu Ala Lys Phe Asp Arg Pro His Met Phe Asp lie Arg Arg His Pro 

188 325 330 335 

190 aat ccg eat att gcg ttt gge cac gge ate eat ttt tge ett ggg gcc 1056 

191 Asn Pro His lie Ala Phe Gly His Gly lie His Phe Cys Leu Gly Ala 

192 340 345 350 

194 ccg ett gcc egt ctt gaa gca aat ate gcg tta acg tct ttg att tct 1104 

195 Pro Leu Ala Arg Leu Glu Ala Asn lie Ala Leu Thr Ser Leu lie Ser 

196 355 360 365 

198 get ttt cet eat atg gag tge gtc agt ate act ccg att gaa aac agt 1152 

199 Ala Phe Pro His Met Glu Cys Val Ser He Thr Pro He Glu Asn Ser 

200 370 375 380 

202 gtg ata tac gga tta aag age ttc egt gtg aaa atg taa 1191 

203 Val He Tyr Gly Leu Lys Ser Phe Arg Val Lys Met 

204 385 390 395 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/8 69,3 34 



DATE: 10/04/2001 
TIME: 12:48:35 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10042001\I869334.raw 



207 <210> SEQ ID NO: 3 

208 <211> LENGTH: 39 

209 <212> TYPE: DNA 

210 <213> ORGANISM: Artificial Sequence 

212 <220> FEATURE: 

213 <223> OTHER INFORMATION: Synthetic DNA 

215 <400> SEQUENCE: 3 

216 tttggatccg aattcaaaag tgctggcgct gttccgttt 39 

219 <210> SEQ ID NO: 4 

220 <211> LENGTH: 41 

221 <212> TYPE: DNA 

222 <213> ORGANISM: Artificial Sequence 

224 <220> FEATURE: 

225 <223> OTHER INFORMATION: Synthetic DNA 

227 <400> SEQUENCE: 4 

228 gtgggatccg tcgaccactt ttttcacgat gttcactccc c 41 
^231 <210> SEQ ID NO: 5 

;232 <211> LENGTH: 39 

\233 <212> TYPE: DNA 

1234 <213> ORGANISM: Artificial Sequence 

|236 <220> FEATURE: 

j237 <223> OTHER INFORMATION: Synthetic DNA 

p39 <400> SEQUENCE: 5 

'240 ccaggatcct ctagatggtg aaatggttgt tgccgctct 39 

243 <210> SEQ ID NO: 6 

244 <211> LENGTH: 39 

245 <212> TYPE: DNA 

246 <213> ORGANISM: Artificial Sequence 

248 <220> FEATURE: 

249 <223> OTHER INFORMATION: Synthetic DNA 

251 <400> SEQUENCE: 6 

252 tcaggatccc ccgggtgagc ggcaaatcca cccaccctg 39 

255 <210> SEQ ID NO: 7 

256 <211> LENGTH: 37 

257 <212> TYPE: DNA 

258 <213> ORGANISM: Artificial Sequence 

260 <220> FEATURE: 

261 <223> OTHER INFORMATION: Synthetic DNA 

263 <400> SEQUENCE: 7 

264 taagcgcgcc ccgggttaat tggatgggcg aaagctc 37 

267 <210> SEQ ID NO: 8 

268 <211> LENGTH: 39 

269 <212> TYPE: DNA 

270 <213> ORGANISM: Artificial Sequence 

272 <220> FEATURE: 

273 <223> OTHER INFORMATION: Synthetic DNA 
275 <400> SEQUENCE: 8 

2*76 atcgcgcgcg tcgacgatag cggcagaaaa ttggcggca 39 

279 <210> SEQ ID NO: 9 
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280 <211> LENGTH: 38 

281 <212> TYPE: DNA 

282 <213> ORGANISM: Artificial Sequence 

284 <220> FEATURE: 

285 <223> OTHER INFORMATION: Synthetic DNA 

287 <400> SEQUENCE: 9 

288 agcggatccg aattcgctgg aatcaaaagt cggccaga 38 

291 <210> SEQ ID NO: 10 

292 <211> LENGTH: 38 

293 <212> TYPE: DNA 

294 <213> ORGANISM: Artificial Sequence 

296 <220> FEATURE: 

297 <223> OTHER INFORMATION: Synthetic DNA 

299 <400> SEQUENCE: 10 

300 tcaggatccg tcgactgaga aaacacaaac gccccctc 38 

303 <210> SEQ ID NO: 11 

304 <211> LENGTH: 39 

305 <212> TYPE: DNA 

.306 <213> ORGANISM: Artificial Sequence 

308 <220> FEATURE: 

309 <223> OTHER INFORMATION: Synthetic DNA 

311 <400> SEQUENCE: 11 

312 atgggatcct ctagacatgt tgtagtttgg gttggaatc 39 

315 <210> SEQ ID NO: 12 

316 <211> LENGTH: 42 

317 <212> TYPE: DNA 

318 <213> ORGANISM: Artificial Sequence 

320 <220> FEATURE: 

321 <223> OTHER INFORMATION: Synthetic DNA 

323 <400> SEQUENCE: 12 

324 gccggatcca gatctggcat cacacaacaa taaatacacc gc 42 
3-27 <210> SEQ ID NO: 13 

328 <211> LENGTH: 39 

329 <212> TYPE: DNA 

330 <213> ORGANISM: Artificial Sequence 

332 <220> FEATURE: 

333 <223> OTHER INFORMATION: Synthetic DNA 

335 <400> SEQUENCE: 13 

336 tctggatcct ctagaagaga acacaaagag tacgaatgc 39 

339 <210> SEQ ID NO: 14 

340 <211> LENGTH: 41 

341 <212> TYPE: DNA 

342 <213> ORGANISM: Artificial Sequence 

344 <220> FEATURE: 

345 <223> OTHER INFORMATION: Synthetic DNA 

347 <400> SEQUENCE: 14 

348 aaaggatccc ccgggtttac cagccagcgc aacaaagtca t 41 

351 <210> SEQ ID NO: 15 

352 <211> LENGTH: 39 
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VERIFICATION SUMMARY DATE: 10/04/2001 

PATENT APPLICATION: US/09/869,3 34 TIME: 12:48:36 

Input Set : A:\PTO.AMC.txt 
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L:10 M:270 C: Current Application Number differs. Replaced Current Application No 



L 


10 M:2 


71 c 


:: 


Current Filing 


Date 


differs. Replaced Current Filing 


Date 


L 


699 


M: 


336 


w 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


41 


L 


703 


M: 


336 


w 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


41 


L 
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M: 


336 


w 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 
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41 


L 
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Invalid 


Amino 


Acid 


Number 
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Coding 


Region , 


SEQ 
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Number 
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41 
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Number 
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SEQ 
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Number 
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SEQ 


ID: 


41 


L 
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Number 
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Number 
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41 
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41 
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41 


L 
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Coding 


Region , 


SEQ 


ID: 


41 


L 


787 


M: 


336 


w 


Invalid 


Amino 


Acid 


Number 


in 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/869,3 34 



DATE: 10/04/2001 
TIME: 12:48:36 



Input Set : A:\PTO, AMC.txt 

Output Set: N:\CRF3\10042001\I869334.raw 



L:1081 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 

L:1085 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 

L:1089 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 

L:1093 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 

L:1097 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 

L:1101 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:44 
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